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9. Repulsive axon guidance molecule Slit3 is a novel angiogenic factor (Blood)

10. A dynamic H3K27ac signature defines VEGFA-regulated endothelial

enhancers (Genome Res)
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RNA  over-editing of BLCAP contributes to
hepatocarcinogenesis identified by whole-genome and
transcriptome sequencing. (Hu XD et al, Cancer Letter. 2014)

Exome analysis of HBV-associated hepatocellular
carcinoma identifies a novel tumor suppressor gene
(ARID1A) in hepatocarcinogenesis. (Huang J et al, Nat Genet. 2012)

...... Characterization of the RNA editome of six HCC specimens. ------ ARID1A mutations in HCC samples and cell lines have roles in cell

proliferation and metastasis.
: | I I
| I a I I 'Illiia_-‘_.‘.“i.‘.“

(a) The number of RNA editing sites was identified in six HCC specimens,
including known RNA editing sites deposited in the DARNED database and
novel RNA editing sites identified in this study. (b) Twelve types of RNA
editing were identified in the transcriptome of the six specimens.

The distribution of the ARID1A mutation types in the HCC samples and cell
lines is shown on a schematic of the ARID1A protein. Symbols indicate the
type and location of the mutations.
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1. Jiagi Tian; Lingyan, Wang; Lin-Tai Da*, Atomic resolution of short-range sliding dynamics of thymine DNA
glycosylase along DNA minor-groove for lesion recognition, Nucleic Acids Research 2021 49, 1278-1293.

2. Mengna Lin; Lin-Tai Da*, Refolding Dynamics of gp4l from Pre-fusion to Pre-hairpin States During HIV-1
Entry, Journal of Chemical Information and Modeling, 2020, 60: 162-174.

3. Jiagi Tian#; Feng Liu#; Jingjing Shi; Zhijue Xu; Yan Zhang*; Lin-Tai Da*, Regulatory Role of One Critical
Catalytic Loop of Polypeptide N-Acetyl-Galactosaminyltransferase-2 in Substrate Binding and Catalysis during
Mucin-Type O-Glycosylation. ACS Catalysis, 2019, 9: 10536-10550.
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‘ M) Check for updates

Lentiviral delivery of co-packaged Cas9 mRNA
and a Vegfa-targeting guide RNA prevents wet
age-related macular degeneration in mice

Sikai Ling'?, Shiqi Yang?®, Xinde Hu?, Di Yin', Yao Dai', Xiaoqing Qian*, Dawei Wang ©°%,
Xiaoyong Pan¢, Jiaxu Hong’, Xiaodong Sun? Hui Yang ©3, Soren Riis Paludan®8 and Yujia Cai®'®

nature ARTICLES
blotmhnology https://doi.org,/10.1038 /s41587-020-00781-8

M) Check for updates

Targeting herpes simplex virus with CRISPR-Cas9
cures herpetic stromal keratitis in mice

Di Yin'¢, Sikai Ling"¢, Dawei Wang©®2¢, Yao Dai', Hao Jiang>#, Xujiao Zhou?, Soren R. Paludan®5,
Jiaxu Hong ®34= and Yujia Cai "=
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1.Huang LY#*, Zhao J#, Chen H, Wan L, Inuzuka H, Guo J, Wang X, Han ZG, Sun Y*, Wei W*. SCFF®W7-mediated
Degradation of Brgl Suppresses Gastric Cancer Metastasis. Nat Commun. 2018 Sep 3; 9(1):3569. (#55 —1E#, *@IN
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2.Wan Lt, Xu K*, Wei Yt, Zhang Jt, Han T, Fry C, Zhang Z, Wang V, Huang LY, Xia W, Chang WC, Huang WC, Liu CL,
Chang YC, Wu Y, Liu J, Jin VX, Li J, Dai X, Guo J, Liu J, Asara JM, Brown M, Huang MC, Wei W. Phosphorylation of EZH2
by AMPK Suppresses PRC2 Methyltransferase Activity and Oncogenic Function. Mol Cell. 2018 Jan 18; 69 (2): 219-291.

3.Huang LY#, Wang X#, Cui XF#, Li H, Zhao J, Wu CC, Min L, Zhou Z, Wan L, Wang YP, Zhang C, Gao WQ, Sun Y, Han ZG.
IRTKS is correlated with progression and survival time of gastric cancer patients. Gut. 2017 Jun 24. doi: 10.1136/gutjnl-
2016-313478. (#:5—1F#)

4.Xia P, Wang S, Xiong Z, Ye B, Huang LY, Han ZG, Fan Z. IRTKS negatively regulates antiviral immunity through PCBP2
sumoylation-mediated MAVS degradation. Nat Commun. 2015 Sep 8;6:8132. doi: 10.1038/ncomms9132

5.Huang LY#, Wang YP#, Wei BF, Yang J, Wang JQ, Wu BH, Zhang ZZ, Hou YY, Sun WM, Hu RM, Ning G, Han ZG.
Deficiency of IRTKS as an adaptor of insulin receptor leads to insulin resistance. Cell Res. 2013 Jul 30. doi:
10.1038/cr.2013.99. (#55—1E#)
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and other Sarbecoviruses. Submitted, 2022.
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Proteins by NMR Spectroscopy: The Influenza Hemagglutinin Case.

Angew Chem 2018.
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1. Constructing Microbial Hosts for the Production of Benzoheterocyclic Derivatives, Bu, Xu Liang; He, Bei Bei;
Weng, Jing Yi; Jiang, Chu Chu; Zhao, Yi Lei; Li, Shu Ming; Xu, Jun; Xu, Min Juan® ACS Synthetic Biology
2020, 9: 2282-2290.
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4. Rational engineering of amide synthetase enables bioconversion to diverse xiamenmycin derivatives. Weng,
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Communications, 2019, 55: 14840-14844.

5. Combinatory Biosynthesis of Prenylated 4-Hydroxybenzoate Derivatives by Overexpression of the Substrate-
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Ming; Xu, Min Juan®; Xu, Jun® ACS Synthetic Biology, 2018, 7: 2094-2104.
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